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Abstract
In the present study, endophytic fungi have been isolated from various parts of the medicinal
herb Hypericum perforatum (St. John’s Wort), which is known as a source of medically
important metabolites. The isolated strains were cultured in liquid media and their ability to
synthesize hypericin, the secondary metabolite of the host and its suspected precursor,
emodin was tested analyzing the extracts of the fermentation broth and the mycelia. The
HPLC-UV analysis of the chloroform/methanol extracts of the mycelia revealed that three
isolates were able to produce emodin (SZMC 23771, 19.9 ng/mg; SZMC 23772, 20.8 ng/
mg; SZMC 23769, 427.9 ng/mg) and one of them also could synthesize hypericin (SZMC
23769, 320.4 ng/mg). These results were also confirmed via UHPLC-HRMS technique both
in full scan and MS/MS mode. The strains producing only emodin belong to the section
Alternata of the genus Alternaria, while the isolate producing both metabolites was identified
as Epicoccum nigrum. The mycelial extracts of E. nigrum and the Alternaria sp. SZMC
23772 showed higher inhibitory activities in the antimicrobial tests against the six selected
bacteria compared to the hypericin and emodin standards in the applied concentration
(100 μg/mL), while in case of the Alternaria sp. SZMC 23771 lower inhibition activities were
observed on Staphylococcus aureus and Streptomyces albus than the pure compounds.
Introduction
Hypericum perforatum L. (common St. John’s wort) is a widely distributed medicinal herb,
which has been used over the past 2000 years for diverse healing purposes [1]. The genus
Hypericum is belonging to the Hypericaceae family involving almost five hundred species [2].
Most of them can synthesize metabolites possessing antioxidant [3], anticancer [4], antidepres-
sant [1], antiviral [5], antifungal and antibacterial effects [6]. The key component of these bio-
logical activities is the naphthodianthrone derivative hypericin, which can be a potential lead
molecule for future therapeutics [7]. The biosynthesis of hypericin has not yet been clarified
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experimentally, but it is presumed to follow the polyketide pathway and to start with the con-
densation of seven malonyl- and one acetyl-CoA molecules. After that, the resulted octaketide
chain undergoes both cyclization and decarboxylation reactions to form emodin anthrone,
which is oxidized to emodin probably by the enzyme emodinanthrone-oxygenase and then, a
condensation reaction yields a dianthrone leading to the formation of protohypericin and
finally of hypericin [7]. This biosynthetic pathway is generally accepted and some genes encod-
ing enzymes potentially involved in the biosynthesis have been already analyzed by next genera-
tion sequencing technology [8]. The spatial distribution of the chemical components of the
biosynthetic pathway in planta were determined with desorption electrospray ionization mass
spectrometry imaging (DESI-MSI) [9] and matrix free UV-laser desorption/ionization mass
spectrometric imaging (LDI-IMS) [10] as well as by matrix-assisted laser desorption/ionization
high-resolution mass spectrometry (HRMS) techniques [11]. In these studies, hypericin was
found to be localized in the dark glands on leaves of H. perforatum, but the proposed precursor,
emodin anthrone, could not be visualized. Due to its high reactivity, emodin anthrone can be
instantaneously converted to emodin by oxidation. However, the other main proposed precur-
sor, emodin was not only accumulated in the dark glands, but was also detected outside the
glands in significant amounts suggesting that the presumed site of hypericin biosynthesis is in
the cells adjacent to these gland structures from emodin [11]. Besides Hypericum sp., hypericin
has also been found in some species of the basidiomycete genus Dermocybe [12,13] and in an
undetermined filamentous fungus, which was isolated as an endophyte of H. perforatum [6].
Endophytes are the microorganisms residing in the internal tissues of the plants in a symbi-
otic relationship without any apparent symptoms of infections [14]. This special ecological
niche together with the continual metabolic interactions between the fungus and the plant
seems to serve as a strong evolutionary pressure for the endophytes to synthesize secondary
metabolites [15], which may improve the fitness of the host plant and its resistance to various
pests [16]. Furthermore, it has also been discovered that the produced metabolites are occasion-
ally the same as those, which have originally been isolated and known from the plant hosts [17].
This observation promoted the isolation of several fungal endophytes producing important
medicinal agents including digoxin, ginkgolides and podophyllotoxin originally described from
Digitalis lanata [18], Ginkgo biloba [19] and Juniperus communis [20], respectively, as well as
vincamine and vinpocetine isolated firstly from Vinca minor [21]. An endophytic strain of Thie-
lavia subthermofila isolated from H. perforatum was capable to produce both hypericin and
emodin in submerged axenic culture in vitro [6]. Furthermore, in contrast to the plant host, the
fungus produced these compounds independently of the illumination conditions indicating that
the biosynthetic pathway might be differently regulated in the fungus and the host plant [22].
Although it is possible to chemically synthesize hypericin and emodin [23], its major source
is the St. John’s wort [7]. In modern medicine, the aerial parts of the plant (Hyperici herba) are
applied to prepare extracts, which contain the active substances in a complex mixture [24].
Endophytic microorganisms can serve as cost-effective alternative sources of these plant
metabolites. However, development of such applications requires an intensive seeking for new
producer strains. Therefore, the present study focused on the isolation and identification of
endophytic fungi, which can produce hypericin and emodin, the host metabolites of H.
perforatum.
Materials and methods
Isolation of endophytes from Hypericum perforatum
Plant specimens of Hypericum perforatum were sampled at the Botanical garden of University
of Szeged (N46.235, E20.159). Each collected specimen was placed in a sealed plastic bag and
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was labelled with the number and date of collection and stored at 4˚C until processing. Isola-
tion of endophytic fungi from plant parts was done according to the method described by Gar-
yali [25] with minor modifications. The plant materials were rinsed in running tap water to
remove dust and debris and the specimens were cut into small segments of about 0.5 to 1 cm
in length using a sterile blade. The plant segments were surface sterilized to kill the epiphytic
microorganisms by sequentially immersing the plant material in 70% ethanol for 60 s, washing
with sterile distilled water and then, steeping in 0.01% mercuric chloride (VWR) for 30 sec.
Finally, the specimens were washed again with sterile distilled water 2–3 times and then
allowed to dry on a sterile blotting paper. Each segment was placed onto the surface of potato
dextrose agar (PDA; VWR) medium supplemented with ampicillin (50 μg/mL) in a Petri dish.
All plates were incubated at 25˚C for 5–10 days and were checked daily for the growth of fun-
gal colonies. Pure isolates were obtained by picking up individual colonies from the plates and
transferring them onto a fresh PDA medium where they were incubated at 25˚C for 10 days.
Each fungal culture was checked again for purity and transferred separately to PDA slants and
maintained at 4˚C and this generation (3th) of the isolates were deposited into the Szeged
Microbiological Collection (SZMC, Hungary, http://szmc.hu/). For the investigations of the
metabolite production, the subcultures of these deposited isolates were applied, which was the
fourth subcultivation of the endophytes.
Molecular identification
For DNA isolation, fungal isolates were grown in potato dextrose broth (PDB; VWR) for 7
days at 25˚C. Isolation of the genomic DNA from the mycelia was performed using E.Z.N.A.
Fungal DNA Kit (Omega Bio-tek) according to the manufacturer’s instructions. The internal
transcribed spacer (ITS) region of the rDNA was amplified using the primers ITS1 and ITS4as
described previously [26]. Sequencing of the amplified DNA fragments was performed on an
ABI 373A DNA sequencer (Applied Biosystems Inc., USA) using dye dideoxy terminator reac-
tion chemistry. The sequences were first analyzed by BLAST similarity search at the website of
the National Center for Biotechnology Information (http://www.ncbi.nlm.nih.gov/BLAST)
and the species were identified based on their identity values (>97%). Identification of the
SZMC 23773 strain was also reinforced using the online software TrichOkey 2.0 (www.isth.
info) [27].
Phylogenetic analysis of the producer strains
In the case of Alternaria strains, the ITS sequences of the producer strains were aligned to
those of the ex-type and representative strains [28,29] using the CLUSTAL_X software [30].
The species involved and the GenBank accession numbers of their sequences are given in S1
Table. The ITS sequence of the strain CBS 191.86 of Stemphylium herbarum (KC584239) was
used as the outgroup. The phylogenetic tree was constructed with the neighbor-joining
method using 1,000 bootstrap replicates [31]. The evolutionary distances were computed
using the p-distance method [32] and were given in the units of the number of base differences
per site. All ambiguous positions were removed for each sequence pair and there were 368
positions in the final dataset. The phylogenetic analyses and the tree construction were con-
ducted in MEGA7 [33].
Preparation of the metabolite extracts
Isolated endophytic fungi were cultured for 7 days at 25˚C in 50 ml PDB medium. The extrac-
tion was carried out according to Kusari et al. [6] with minor modifications. The mycelia were
separated from the broth by filtration through a cheese cloth and overnight dried in an oven
Host metabolite producing endophytic fungi isolated from Hypericum perforatum
PLOS ONE | https://doi.org/10.1371/journal.pone.0217060 May 21, 2019 3 / 16
until constant weight, which was determined. Then 25 mL distilled water was added to the dry
material, which was then sonicated for 20 min after the addition of an aliquot of liquid nitro-
gen to maintain the chilled condition. This aqueous solution was extracted then three times,
firstly, with 25 mL ethyl acetate and then, with 25 mL chloroform-methanol (4:1), and the
extracts obtained with the same solvent were pooled. Fifty mL of the ferment broth was also
extracted three times sequentially with 50–50 mL of ethyl-acetate and chloroform-methanol
(4:1), respectively, and the extracts were also pooled. The organic solvents from each pooled
extract were removed by a rotary evaporator (IKA HB10 basic, VWR) in vacuum at 30˚C. The
resulted four dry samples per each isolate were stored at -20˚C and resuspended in 1 mL of
HPLC grade methanol (VWR) prior to use.
Antimicrobial assays
Antimicrobial effect of pure hypericin and emodin (Sigma) and the methanolic solutions of
the samples extracted from the mycelia and the ferment broths were tested using the microdi-
lution method against the bacterial strains Escherichia coli (SZMC 0582), Pseudomonas auero-
ginosa (SZMC 21886), Staphylococcus aureus (SZMC 14532), Bacillus subtilis (SZMC 14624)
Micrococcus luteus (SZMC 6207) and Streptomyces albus (SZMC 0282) according to the
M07-A10 CLSI guideline [34]. Suspensions of the bacteria were prepared from overnight cul-
tures cultivated in nutrient broth (NB, 1 g/L peptone, 15 g/L sodium chloride, 6 g/L yeast
extract) at 37˚C and the concentrations of the suspensions were adjusted to 4 x 105 cells/mL.
The extracts resuspended in methanol were diluted with water to reach the methanol content
up to 10%. The 96-well plates were prepared by dispensing into each well 100 μL of NB con-
taining the bacterial cells and 100 μL of extracts and incubated for 24 h at 37˚C. The mixture
of 100 μL NB and 100 μL extracts were used as the blank sample for the background correc-
tion, while 100 μL of bacterial cultures supplemented with 100 μL of 10% methanol or 100 μg/
mL ampicillin (Sigma) solution were applied as the positive and the negative controls, respec-
tively. The pure compounds were applied in a concentration of 100 μg/mL. Absorbances were
measured at 620 nm after 1 and 24 hours of incubation and inhibition (%) was calculated as
the percentage of the positive control after the blank correction.
HPLC-UV analysis
The applied analytical method was based on the description of Li et al. [35] with slight modifi-
cations. The extracts were analyzed by the modular HPLC system (Shimadzu, Japan) equipped
with a fluorescence detector, which was controlled by ClassVP 6.2 software. The peaks were
detected by an UV detector at a wavelength of 436 nm. The mobile phase consisted of water
containing 20% methanol (A) and acetonitrile containing 10% methanol (B) and both were
supplemented with 0.5% trifluoroacetic acid (Sigma). Separations were performed on a Gem-
ini 250 × 4.6 mm, 5 μm reversed phase column (Phenomenex, Torrance, CA) coupled with
Phenomenex C18 guard column with a flow rate of 1 mL/min using a gradient program
started with 10% B, and reached to 70% B until 10 min, to 90% until 15 min and to 25 min
until 100%, which was kept until 60 min and reduced to initial eluent ratio and held to pressure
stabilization. The injection volume was 5 μL. The calibration was done with serial dilution of
hypericin and emodin standards (Sigma) in the range of 250 μg/mL to 7.8 μg/mL based on the
retention times of hypericin (32.8 min) and emodin (16.9 min). The quantity of hypericin and
emodin present in the samples were quantified using the equations y = 0.000142788 x—5.07
and y = 0.0000808111 x—4.66, respectively, while the r values were 0.998 and 0.999 for hyperi-
cin and emodin, respectively.
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HPLC-HRMS and HRMS/MS analysis
The identity of hypericin and emodin were confirmed by a Thermo Q Exactive Plus high-reso-
lution mass spectrometer (Thermo Scientific), which was equipped with a Waters UPLC
I-Class System (Waters) consisting of a binary pump, a column manager and a fixed loop auto
sampler. The separations were performed by using a Phenomenex Kinetex XB-C18 column
(2.6 μm, 2.1 × 50 mm, 100 Å) (Torrance) with water (A) and acetonitrile (B) eluents containing
0.1% formic acid with a flow rate of 0.5 mL/min at 40˚C. Samples and standards were analyzed
using a gradient program as follows: from 5% B linear gradient to 95% B over 10 min and after
95% B isocratic for 2.5 min, the system returned to its initial condition (5% B) within 0.1 min
and was equilibrated for 2.4 min. The spectrometer was operated in data dependent MS2
mode with negative electrospray ionization (ESI) (number of precursors: Top 5; scan range
100–1500; dynamic exclusion: 10 sec; 1 exclude isotopes: on; stepped NCE: 30, 50, 80) with
nominal mass resolving power of 60 000 at m/z 200 with a scan rate of 1 Hz with automatic
gain control to provide high-accuracy mass measurements within 2 ppm. Nitrogen was used
as sheath gas, and as the collision gas. The source parameters were the followings: spray voltage
(-): 2500.00, capillary temperature (-): 300.00, sheath gas (-): 55.00, aux. gas (-): 15.00, spare gas
(-): 5.00, max spray current (-): 100.00, probe heater temp. (-): 450.00, S-lens RF level: 50.00.
Statistical analysis
The statistical analysis was performed using the GraphPad Prism version 7.0 for Windows
(GraphPad Software). To compare the inhibition effects of hypericin, emodin and the fungal
extracts on the bacterial strains, the one-way analysis of variance (ANOVA) was used and
p<0.05 was accepted as statistically significant.
Result
Identification of the endophytic fungi isolated from H. perforatum
The H. perforatum plants were collected from the Botanical Garden of the University of Szeged
in autumn. The leaf, stem, root and flower parts were separated, and these parts were exam-
ined for their fungal endophyte content. Altogether 48 parts were tested involving 12–12 leaf,
stem, root and flower cuttings, respectively. Then due to the intensive surface sterilization pro-
cedure, eight fungal strains were isolated from the samples after a 7-days incubation (Table 1).
Three strains were isolated from the leaves, two fungi from the stems and the flowers and one
strain from the root. The isolated fungi belonged to the genera Alternaria (six strains), Epicoc-
cum (one strain) and Trichoderma (one strain) (Table 1). By the NCBI BLAST search using the
Table 1. List of the isolated and identified endophytes.
Genbank accession number Speciesa Collection code Plant part
KY613791 Epicoccum nigrum SZMC 23769 Flower
KY613792 Alternaria sp. SZMC 23770 Stem
KY613793 Alternaria sp. SZMC 23775 Flower
KY613794 Alternaria sp. SZMC 23776 Stem
KY613795 Alternaria sp. SZMC 23774 Root
KY613796 Alternaria sp. SZMC 23771 Leaf
KY613797 Alternaria sp. SZMC 23772 Leaf
KY613798 Trichoderma harzianum SZMC 23773 Leaf
aIdentity based on the comparison of the first blast hit at 29 May 2018.
https://doi.org/10.1371/journal.pone.0217060.t001
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ITS sequence, the Trichoderma strain proved to be T. harzianum. This result was additionally
confirmed by the TrichOkey barcode identification system based on the five specific hallmarks
found in the sequence.
According to the NCBI hits, both emodin producer strains (SZMC 23771 and 23772)
strains were identified as Alternaria sp. (Table 1). Based on the phylogenetic analysis of the ITS
sequences of these two strains as well as those of the ex-type and representative strains of the
species available in the GenBank, the isolate belongs to the section Alternata (Fig 1).
The isolate SZMC 23769, which produces hypericin and emodin, was identified as Epicoc-
cum nigrum via the BLAST search of the NCBI GenBank (Table 1).
Detection of hypericin and emodin in the isolated endophytes
Ethyl-acetate and chloroform-methanol extracts of the mycelia and the ferment broths of the
isolated endophytes were examined for the presence of hypericin and emodin by an HPLC-UV
analysis.
Altogether, 32 extracts were checked for the presence of the metabolites. In certain cases,
the observed peaks detected in the extracts fitted well to the retention time of the standard
compounds (Fig 2). None of the ethyl-acetate extracts contained the examined analytes in
measurable amount. At the same time, emodin could be detected in the chloroform-methanol
extracts of the SZMC 23772 and SZMC 23771 mycelia and both hypericin and emodin were
found in the mycelial extract of SZMC 23769. It is important to emphasis that the metabolites
were only observed in the mycelial extracts suggesting that the compounds may be produced
either intracellularly or associated to the surface of the fungal cell wall. Both Alternaria strains
(i.e. SZMC 23771 and SZMC 23772) produced emodin in similar amount. Compared to them,
E. nigrum contained more than 20 times more of this compound (i.e. over 2 μg/mL broth cul-
tured within the applied conditions). The hypericin yield of SZMC 23769 was approximately
three quarters of that of the emodin produced by the same strain (Table 2).
Confirmation of the identity of the detected metabolites by mass
spectrometry
Confirmation of the HPLC-UV detection of hypericin and emodin was performed by compar-
ing the extracts with authentic reference standards using LC-HRMS and LC-HRMS/MS tech-
niques. Good ionization properties were obtained in negative ESI mode for both hypericin
and emodin during the MS optimization procedures, which was used later to record the high-
resolution full scan ESI-MS spectra of both the standard and the fungal compounds. The
retention times of the suspected hypericin and emodin peaks were equivalent with the stan-
dard compounds as in the case of HPLC-UV measurement (Fig 3). The molecular formulas of
the compounds were determined by the high mass resolution of the applied instrument, which
proved to be C15H10O5 ([M-H]
-, 269.0456) for emodin in the case of each producer and
resulted to C30H16O8 ([M-H]
-, 503.0770) for hypericin in the case of SZMC 23769. Moreover,
the full scan spectra were identical to the data obtained for the authentic standards (Fig 3).
Within data dependent MS2 mode, the resulted patterns of the fragments after the collision of
the above-mentioned ions as precursor ions in the HCD cell also corresponded to the hyperi-
cin and emodin standards (Figs 4 and 5).
Antibacterial activity of hypericin and emodin
One hundred μg/mL concentration of the reference standards of the two metabolites were
tested against six bacteria. Hypericin and emodin showed moderate to high inhibitions against
each bacterium in the ranges of 65% - 92% and 60% - 78%, respectively. Hypericin exerted the
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highest antimicrobial activity on B. subtilis and the lowest on E. coli. Emodin had the highest
inhibitory effect on P. aeruginosa and the lowest on Strep. albus. It could also be observed that
the antibacterial effect of hypericin was generally higher than that of emodin, except for the
effects on E. coli (Fig 6).
In general, mycelial extracts of all isolates showed higher inhibitory activity on the bacteria
than the broth extracts using either ethyl-acetate or chloroform-methanol solvents for the pre-
treatment (data not showed). Data of the extracts containing the examined metabolites are pre-
sented in Fig 6. Chloroform-methanol extracts of the mycelia of E. nigrum SZMC 23769 and
the Alternaria sp. SZMC 23772 showed higher activities against each bacterium than the
hypericin and emodin standards in the applied concentration (100 μg/mL), while in case of the
Alternaria sp. SZMC 23771, mycelial extracts displayed lower inhibition activities on the
Staphylococcus and Streptomyces species than the standards. Referred to the dry weight (DW),
concentrations of emodin in the ethyl-acetate extracts of SZMC 23771 (DW: 220.5 mg) and
SZMC 23772 (DW: 183.9 mg) were 4.4 μg/mL and 3.8 μg/mL, respectively. Thus, the observed
powerful antibacterial activities can be attributable not solely to the produced emodin but also
Fig 1. Phylogenetic analysis of the Alternaria strains proved to be the producer of emodin. The tree was rooted to
Stemphylium herbarum. The percentage of replicate trees, in which the associated taxa clustered together in the
bootstrap test (1000 replicates), were positioned next to the branches [36].
https://doi.org/10.1371/journal.pone.0217060.g001
Fig 2. HPLC-UV chromatogram of the producer strains. The standard mixture of 1 and 2 (A) as well as the mycelial extract of SZMC23771 (B), SZMC23769
(C) and SZMC23772 (D) extracted with chloroform-methanol.
https://doi.org/10.1371/journal.pone.0217060.g002
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to the presence of other components in the extract. The concentration of hypericin and emo-
din in the mycelial extract of E. nigrum (DW: 273.6 mg) were 117.1 μg/mL and 87.7 μg/mL,
respectively. These concentrations are similar to the applied concentrations of the pure stan-
dards, but their observed effects were higher. However, while the standards were tested sepa-
rately, both compounds were present in the extract, thus they could enhance the effects of each
other.
Discussion
The present study was based on the observation that certain endophytes are able to produce
the same metabolites as their plant hosts and thus, they can serve as novel microbial sources of
bioactive plant metabolites [37,38]. Hypericin is one of the medicinally important polypheno-
lic compounds as it has been proven to have antidepressant, antitumor and antiviral properties
and it is also used in photodynamic therapy for the detection and treatment of tumor cells [7].
Furthermore, only a single case has been reported until today when the plant metabolite,
hypericin could be produced by an endophyte [6,22]. In that report, hypericin occurred
together with its biosynthetic precursor, emodin. In our study, a seeking for other possible fun-
gal producers was performed by sampling of plant material, isolation of fungal strains and ana-
lytical examinations.
In our study, the isolates producing hypericin or emodin, were identified as members of
Alternaria and Epicoccum genus. The Alternaria isolates were identified only at the section
level, because members of the A. alternata species group including A. tenuissima, A. arbores-
cens, and A. alternata cannot be discerned based either on the ITS sequence or on multigene
approach [39,40]. Based on the recent classification of the Alternaria genus, the support values
(Bayesian posterior probabilities, RAxML bootstrap) of the section Alternata were sufficiently
high for the discrimination [28]. The corresponding clade involves species that are commonly
referred in the literature as small spored Alternaria [41]. There are about 300 known Alternaria
species and they have been clustered in several species-groups according to phylogenetic stud-
ies [28,41]. Numerous morphological species have been described within the genus represent-
ing same species or discrete evolutionary taxa [42], in which eight phylogenetic lineages were
identified assigning them the taxonomic rank of section [43], which was later re-classified into
23 [28] and recently into 27 sections [41]. It has already proven that Alternaria species associ-
ated to plants were able to produce the host metabolites methyl-eugenol [44], capsaicin [45]
and paclitaxel [46] but, according to our knowledge, their emodin production ability has not
yet been reported. It is interesting that emodin was previously found to be an efficient antifun-
gal toxin isolated from Rhamnus triquetra bark showing strong inhibition of the spore germi-
nation of 17 tested fungal species including seven Alternaria spp. [47].
E. nigrum is anamorphic ascomycete distributed worldwide and considered to be a sapro-
phytic fungus, although it can also show an endophytic lifestyle [48,49] and can be frequently
Table 2. List of the strains producing hypericin and emodin and their detected amounts in the ethyl-acetate
extracts of the mycelia.
Emodin (ng/mg) Hypericin (ng/mg)
Strain number referred to the mycelial weight
SZMC 23771 19.9 (4.1) BDL
SZMC 23772 20.8 (20.5) BDL
SZMC 23769 427.9 (37.4) 320.4 (25.0)
The relative standard deviations (%) are in brackets, while BDL mean below detection limit.
https://doi.org/10.1371/journal.pone.0217060.t002
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Fig 3. Full scan MS examinations of the hypericin and emodin production of the endophytes. The full scan MS spectra of emodin (C15H9O5) and hypericin
(C30H15O8) (A) and chromatograms of the standard hypericin and emodin (B), as well as the mycelial extract of SZMC 23769 (C), SZMC 23771 (D) and SZMC
23772 (E) extracted at the m/z values of hypericin (m/z 503.0732–503.0812) and emodin (m/z 269.0433–269.0477).
https://doi.org/10.1371/journal.pone.0217060.g003
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Fig 4. The MS2 examinations of the emodin production of the endophytes. The MS2 spectra of emodin (C15H9O5) standard (A) and the
mycelial extract of SZMC 23769 (B), SZMC 23771 (C) and SZMC 23772 (D) recorded at the retention time of 5.07 min.
https://doi.org/10.1371/journal.pone.0217060.g004
Fig 5. The MS2 examinations of the hypericin production of the endophytes. The MS2 spectra of hypericin (C30H15O8) standard (A) and the mycelial
extract of SZMC 23769 (B) recorded at the retention time of 10.23 min.
https://doi.org/10.1371/journal.pone.0217060.g005
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isolated from the inner tissues of various plants [50]. Association between the plants and the
Epicoccum species may also lead to the production of plant metabolites by the fungi such as
taxol [51] and other unique bioactive compounds [52] such as epicorazin A and B [53], epicoc-
cin A, B and D [54], epicoccarine A and B, epipyridone [55], flavipin [56] and epirodins [57].
However, our study has demonstrated firstly their abilities to produce hypericin and emodin.
Emodin is a well-known active ingredient of medicinal herbs [58], however, it has originally
been identified from Cortinarius sanguineus (formerly known as Dermocybe sanguinens) as a
colored metabolite [59] and it was also detected in Cladosporium fulvum [60], T. subthermo-
phila [22] and Aspergillus species including A. wentii [61] and A. ochraceus [62].
Data concerning the amount of hypericin and emodin produced by fungi are not available
in the literature, except for T. subthermophila isolated from H. perforatum [6]. That fungus
produced 0.35 ng/mg (dry weight of the mycelium) hypericin and 1.13 ng/mg (dry weight of
the mycelium) + under shake flask condition [6]. In case of H. perforatum, the average
amounts of hypericin and emodin were found to be 3330 ng/mg (dry weight) and 190 ng/mg
(dry weight), which could significantly decrease during a cold acclimation period and
remained unchanged after the exposure of plants to dehydration and exogenous abscisic acid
Fig 6. Antibacterial activities of the standard solutions and the three selected fungal extracts against the tested bacteria. Significant differences were
observed in all cases between the inhibitory values of the sample extracts and the hypericin solution (ρ< 0.05) as well as between the inhibitory values of the
sample extracts and emodin solution (ρ< 0.05).
https://doi.org/10.1371/journal.pone.0217060.g006
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treatment [63]. Furthermore, the amount varied within the taxonomical category [64], seasons
of harvesting [65], different plant structures [66] and the ontogenetic phases [67]. It is interest-
ing that the emodin content of fungi is higher than that of the hypericin, which is vice versa in
plants. In our study, E. nigrum produced hypericin and emodin in higher quantities than T.
subthermophila (Table 2). Although the amounts of both compounds were lower in E. nigrum
than those described for H. perforatum, they proved to be higher than the quantities reported
for other Hypericum species [63].
Although the hypericin and emodin available from plant origin in relatively high amounts,
the microbiological sources could offer new perspectives for their industrial production in the
future. The possible microbiological fermentation could provide stable, robust and reproduc-
ible yields from batch to batch due to the well controllable cultivation parameters.
Supporting information
S1 Table. List of the ex-type and reference strains as well as the outgroup strain [28] used
to phylogenetic analysis of host metabolite producer Alternaria strains.
(PDF)
Acknowledgments
This work was supported by the Hungarian Government and the European Union within the
frames of the Sze´chenyi 2020 Programme through grant GINOP-2.3.2-15-2016-00012. The
infrastructural background was established with the support of GINOP-2.3.3-15-2016-00006
grant (Sze´chenyi 2020 Programme). The research was carried out with the contribution of the
project TE´T_16-1-2016-0148 (National Research, Development and Innovation Fund of Hun-
gary). TP was supported by the LP2016-8/2016 project of the Hungarian Academy of Sciences
and SK was supported by the PD 116609 Grant.
Author Contributions
Conceptualization: Csaba Va´gvo¨lgyi, Andra´s Szekeres.
Data curation: Dezső Csupor, Biljana Sˇkrbić, Csaba Va´gvo¨lgyi.
Formal analysis: Tama´s Papp, Biljana Sˇkrbić.
Funding acquisition: Tama´s Papp, Csaba Va´gvo¨lgyi, Andra´s Szekeres.
Investigation: Aruna Vigneshwari, Da´vid Rakk, Aniko´ Ne´meth, Noe´mi Kiss.




Writing – original draft: Aruna Vigneshwari, Andra´s Szekeres.
Writing – review & editing: Tama´s Papp, Csaba Va´gvo¨lgyi, Andra´s Szekeres.
References
1. Butterweck V. Mechanism of action of St John’s wort in depression. CNS Drugs. 2003; 17: 539–562.
https://doi.org/10.2165/00023210-200317080-00001 PMID: 12775192
Host metabolite producing endophytic fungi isolated from Hypericum perforatum
PLOS ONE | https://doi.org/10.1371/journal.pone.0217060 May 21, 2019 13 / 16
2. Crockett SL, Robson NKB. Taxonomy and chemotaxonomy of the genus Hypericum. Med Aromat
Plant Sci Biotechnol. 2011; 5: 1–13. PMID: 22662019
3. Silva BA, Ferreres F, Malva JO, Dias ACP. Phytochemical and antioxidant characterization of Hyperi-
cum perforatum alcoholic extracts. Food Chem. 2005; 90: 157–167. https://doi.org/10.1016/j.
foodchem.2004.03.049
4. Agostinis P, Vantieghem A, Merlevede W, de Witte PAM. Hypericin in cancer treatment: more light on
the way. Int J Biochem Cell Biol. 2002; 34: 221–241. https://doi.org/10.1016/S1357-2725(01)00126-1
PMID: 11849990
5. Birt DF, Widrlechner MP, Hammer KDP, Hillwig ML, Wei J, Kraus GA, et al. Hypericum in infection:
Identification of anti-viral and anti-inflammatory constituents. Pharm Biol. 2009; 47: 774–782. https://
doi.org/10.1080/13880200902988645 PMID: 19907671
6. Kusari S, Lamsho¨ft M, Zu¨hlke S, Spiteller M. An endophytic fungus from Hypericum perforatum that pro-
duces hypericin. J Nat Prod. 2008; 71: 159–162. https://doi.org/10.1021/np070669k PMID: 18220354
7. Karioti A, Bilia AR. Hypericins as potential leads for new therapeutics. Int J Mol Sci. 2010; 11: 562–594.
https://doi.org/10.3390/ijms11020562 PMID: 20386655
8. Sota´k M, Czerankova´ O, Klein D, Jurčackova´ Z, Li L, Čella´rova´ E. Comparative transcriptome recon-
struction of four Hypericum species focused on hypericin biosynthesis. Front Plant Sci. 2016; 7. https://
doi.org/10.3389/fpls.2016.01039 PMID: 27468294
9. Thunig J, Hansen SH, Janfelt C. Analysis of secondary plant metabolites by indirect desorption electro-
spray ionization imaging mass spectrometry. Anal Chem. 2011; 83: 3256–3259. https://doi.org/10.
1021/ac2004967 PMID: 21473636
10. Ho¨lscher D, Shroff R, Knop K, Gottschaldt M, Crecelius A, Schneider B, et al. Matrix-free UV-laser
desorption/ionization (LDI) mass spectrometric imaging at the single-cell level: distribution of secondary
metabolites of Arabidopsis thaliana and Hypericum species. Plant J. 2009; 60: 907–918. https://doi.org/
10.1111/j.1365-313X.2009.04012.x PMID: 19732382
11. Kusari S, Sezgin S, Nigutova K, Cellarova E, Spiteller M. Spatial chemo-profiling of hypericin and
related phytochemicals in Hypericum species using MALDI-HRMS imaging. Anal Bioanal Chem. 2015;
407: 4779–4791. https://doi.org/10.1007/s00216-015-8682-6 PMID: 25912460
12. Garnica S, Weiss M, Oberwinkler F. Morphological and molecular phylogenetic studies in South Ameri-
can Cortinarius species. Mycol Res. 2003; 107: 1143–1156. PMID: 14635763
13. Dewick PM. Medicinal natural products: a biosynthetic approach. 3rd edition. Chichester, West Sus-
sex, United Kingdom: Wiley, A John Wiley and Sons, Ltd., Publication; 2009.
14. Kaul S, Gupta S, Ahmed M, Dhar MK. Endophytic fungi from medicinal plants: a treasure hunt for bioac-
tive metabolites. Phytochem Rev. 2012; 11: 487–505. https://doi.org/10.1007/s11101-012-9260-6
15. Schulz B, Boyle C, Draeger S, Ro¨mmert A-K, Krohn K. Endophytic fungi: a source of novel biologically
active secondary metabolites. Mycol Res. 2002; 106: 996–1004.
16. Strobel G, Daisy B. Bioprospecting for microbial endophytes and their natural products. Microbiol Mol
Biol Rev. 2003; 67: 491–502. https://doi.org/10.1128/MMBR.67.4.491-502.2003 PMID: 14665674
17. Kharwar RN, Mishra A, Gond SK, Stierle A, Stierle D. Anticancer compounds derived from fungal endo-
phytes: their importance and future challenges. Nat Prod Rep. 2011; 28: 1208. https://doi.org/10.1039/
c1np00008j PMID: 21455524
18. Kaul S, Ahmed M, Zargar K, Sharma P, Dhar MK. Prospecting endophytic fungal assemblage of Digi-
talis lanata Ehrh. (foxglove) as a novel source of digoxin: a cardiac glycoside. 3 Biotech. 2013; 3: 335–
340. https://doi.org/10.1007/s13205-012-0106-0 PMID: 28324591
19. Cui Y, Yi D, Bai X, Sun B, Zhao Y, Zhang Y. Ginkgolide B produced endophytic fungus (Fusarium oxy-
sporum) isolated from Ginkgo biloba. Fitoterapia. 2012; 83: 913–920. https://doi.org/10.1016/j.fitote.
2012.04.009 PMID: 22537641
20. Kusari S, Lamsho¨ft M, Spiteller M. Aspergillus fumigatus Fresenius, an endophytic fungus from Juni-
perus communis L. Horstmann as a novel source of the anticancer pro-drug deoxypodophyllotoxin. J
Appl Microbiol. 2009; 107: 1019–1030. https://doi.org/10.1111/j.1365-2672.2009.04285.x PMID:
19486398
21. Yin H, Sun Y-H. Vincamine-producing endophytic fungus isolated from Vinca minor. Phytomedicine.
2011; 18: 802–805. https://doi.org/10.1016/j.phymed.2011.01.005 PMID: 21315568
22. Kusari S, Zu¨hlke S, Kosˇuth J,Čella´rova´ E, Spiteller M. Light-independent metabolomics of endophytic
Thielavia subthermophila provides insight into microbial hypericin biosynthesis. J Nat Prod. 2009; 72:
1825–1835. https://doi.org/10.1021/np9002977 PMID: 19746917
23. Huang L-F, Zeng-Hui W, Shi-Lin C. Hypericin: chemical synthesis and biosynthesis. Chin J Nat Med.
2014; 12: 81–88. https://doi.org/10.1016/S1875-5364(14)60014-5 PMID: 24636057
Host metabolite producing endophytic fungi isolated from Hypericum perforatum
PLOS ONE | https://doi.org/10.1371/journal.pone.0217060 May 21, 2019 14 / 16
24. Agapouda A, Booker A, Kiss T, Hohmann J, Heinrich M, Csupor D. Quality control of Hypericum perfor-
atum L. analytical challenges and recent progress. J Pharm Pharmacol. 2017; https://doi.org/10.1111/
jphp.12711 PMID: 28266019
25. Garyali S. Taxol production by an endophytic fungus, Fusarium redolens, isolated from Himalayan yew.
J Microbiol Biotechnol. 2013; 23: 1372–1380. https://doi.org/10.4014/jmb.1305.05070 PMID: 23801250
26. White TJ, Bruns T, Lee S, Taylor J. Amplification and direct sequencing of fungal ribosomal RNA genes
for phylogenetics. PCR Protocols. Elsevier; 1990. pp. 315–322. https://doi.org/10.1016/B978-0-12-
372180-8.50042–1
27. Druzhinina IS, Kopchinskiy AG, KomońM, Bissett J, Szakacs G, Kubicek CP. An oligonucleotide bar-
code for species identification in Trichoderma and Hypocrea. Fungal Genet Biol. 2005; 42: 813–828.
https://doi.org/10.1016/j.fgb.2005.06.007 PMID: 16154784
28. Woudenberg JHC, Groenewald JZ, Binder M, Crous PW. Alternaria redefined. Stud Mycol. 2013; 75:
171–212. https://doi.org/10.3114/sim0015 PMID: 24014900
29. Chen Q, Hou LW, Duan WJ, Crous PW, Cai L. Didymellaceae revisited. Stud Mycol. 2017; 87: 105–
159. https://doi.org/10.1016/j.simyco.2017.06.002 PMID: 28706324
30. Thompson JD, Gibson TJ, Plewniak F, Jeanmougin F, Higgins DG. The CLUSTAL_X windows inter-
face: flexible strategies for multiple sequence alignment aided by quality analysis tools. Nucleic Acids
Res. 1997; 25: 4876–4882. https://doi.org/10.1093/nar/25.24.4876 PMID: 9396791
31. Saitou N, Nei M. The neighbor-joining method: a new method for reconstructing phylogenetic trees. Mol
Biol Evol. 1987; 4: 406–425. https://doi.org/10.1093/oxfordjournals.molbev.a040454 PMID: 3447015
32. Nei M, Kumar S. Molecular evolution and phylogenetics. Oxford: Oxford Univ. Press; 2000.
33. Kumar S, Stecher G, Tamura K. MEGA7: Molecular Evolutionary Genetics Analysis version 7.0 for big-
ger datasets. Mol Biol Evol. 2016; 33: 1870–1874. https://doi.org/10.1093/molbev/msw054 PMID:
27004904
34. Clinical and Laboratory Standards Institute (CLSI). Methods for dilution antimicrobial susceptibility tests
for bacteria that grow aerobically: approved standard. Wayne, Pa.: Clinical and Laboratory Standards
Institute; 2015.
35. Li W, Fitzloff JF. High performance liquid chromatographic analysis of St. John’s Wort with photodiode
array detection. J Chromatogr B Biomed Sci App. 2001; 765: 99–105. https://doi.org/10.1016/S0378-
4347(01)00404-2
36. Felsenstein J. Confidence limit on phylogenies: an approach using the bootstrap. Evolution. 1985; 39:
783–791. https://doi.org/10.1111/j.1558-5646.1985.tb00420.x PMID: 28561359
37. Zhao J, Zhou L, Wang J, Shan T, Zhong L, Liu X, et al. Endophytic fungi for producing bioactive com-
pounds originally from their host plants. Curr Res Technol Educ Trop Appl Microbiol Microb Biotechnol.
2010; 1: 567–576.
38. Kusari P, Kusari S, Spiteller M, Kayser O. Implications of endophyte-plant crosstalk in light of quorum
responses for plant biotechnology. Appl Microbiol Biotechnol. 2015; 99: 5383–5390. https://doi.org/10.
1007/s00253-015-6660-8 PMID: 25971199
39. Lawrence DP, Rotondo F, Gannibal PB. Biodiversity and taxonomy of the pleomorphic genus Alter-
naria. Mycol Prog. 2016; 15. https://doi.org/10.1007/s11557-015-1144-x
40. Andrew M, Peever TL, Pryor BM. An expanded multilocus phylogeny does not resolve morphological
species within the small-spored Alternaria species complex. Mycologia. 2009; 101: 95–109. https://doi.
org/10.3852/08-135 PMID: 19271672
41. Li MJ, Deng JX, Paul NC, Lee HB, Yu SH. Characterization and pathogenicity of Alternaria vanuatuen-
sis, a new record from Allium plants in Korea and China. Mycobiology. 2014; 42: 412–415. https://doi.
org/10.5941/MYCO.2014.42.4.412 PMID: 25606017
42. Armitage AD, Barbara DJ, Harrison RJ, Lane CR, Sreenivasaprasad S, Woodhall JW, et al. Discrete lin-
eages within Alternaria alternata species group: Identification using new highly variable loci and support
from morphological characters. Fungal Biol. 2015; 119: 994–1006. https://doi.org/10.1016/j.funbio.
2015.06.012 PMID: 26466875
43. Lawrence DP, Gannibal PB, Peever TL, Pryor BM. The sections of Alternaria: formalizing species-
group concepts. Mycologia. 2013; 105: 530–546. https://doi.org/10.3852/12-249 PMID: 23687125
44. Kaul S, Wani M, Dhar KL, Dhar MK. Production and GC-MS trace analysis of methyl eugenol from
endophytic isolate of Alternaria from rose. Ann Microbiol. 2008; 58: 443.
45. Devari S, Jaglan S, Kumar M, Deshidi R, Guru S, Bhushan S, et al. Capsaicin production by Alternaria
alternata, an endophytic fungus from Capsicum annum; LC–ESI–MS/MS analysis. Phytochemistry.
2014; 98: 183–189. https://doi.org/10.1016/j.phytochem.2013.12.001 PMID: 24378219
Host metabolite producing endophytic fungi isolated from Hypericum perforatum
PLOS ONE | https://doi.org/10.1371/journal.pone.0217060 May 21, 2019 15 / 16
46. Ismaiel AA, Ahmed AS, Hassan IA, El-Sayed E-SR, Karam El-Din A-ZA. Production of paclitaxel with
anticancer activity by two local fungal endophytes, Aspergillus fumigatus and Alternaria tenuissima.
Appl Microbiol Biotechnol. 2017; 101: 5831–5846. https://doi.org/10.1007/s00253-017-8354-x PMID:
28612104
47. Singh U, Singh K, Singh K, Ram V. Effect of emodin isolated from Rhamnus triquetra on spore germina-
tion of some fungi. Fitopatol Bras. 1992; 420–422.
48. Mims CW, Richardson EA. Ultrastructure of sporodochium and conidium development in the anamor-
phic fungus Epicoccum nigrum. Can J Bot. 2005; 83: 1354–1363. https://doi.org/10.1139/b05-137
49. Arnold AE. Understanding the diversity of foliar endophytic fungi: progress, challenges, and frontiers.
Fungal Biol Rev. 2007; 21: 51–66. https://doi.org/10.1016/j.fbr.2007.05.003
50. Stuart RM, Romão AS, Pizzirani-Kleiner AA, Azevedo JL, Arau´jo WL. Culturable endophytic filamen-
tous fungi from leaves of transgenic imidazolinone-tolerant sugarcane and its non-transgenic isolines.
Arch Microbiol. 2010; 192: 307–313. https://doi.org/10.1007/s00203-010-0557-9 PMID: 20191263
51. Somjaipeng S, Medina A, Kwaśna H, Ordaz Ortiz J, Magan N. Isolation, identification, and ecology of
growth and taxol production by an endophytic strain of Paraconiothyrium variabile from English yew
trees (Taxus baccata). Fungal Biol. 2015; 119: 1022–1031. https://doi.org/10.1016/j.funbio.2015.07.
007 PMID: 26466877
52. Fatima N, Ismail T, Muhammad SA, Jadoon M, Ahmed S, Azhar S, et al. Epicoccum sp., an emerging
source of unique bioactive metabolites. Acta Pol Pharm. 2016; 73: 13–21. PMID: 27008796
53. Baute MA, Deffieux G, Baute R, Neveu A. New antibiotics from the fungus Epicoccum nigrum. I. Fer-
mentation, isolation and antibacterial properties. J Antibiot (Tokyo). 1978; 31: 1099–1101.
54. Zhang Y, Liu S, Che Y, Liu X. Epicoccins A–D, epipolythiodioxopiperazines from a cordyceps-colonizing
isolate of Epicoccum nigrum. J Nat Prod. 2007; 70: 1522–1525. https://doi.org/10.1021/np070239u
PMID: 17711348
55. Kemami Wangun HV, Hertweck C. Epicoccarines A, B and epipyridone: tetramic acids and pyridone
alkaloids from an Epicoccum sp. associated with the tree fungus Pholiota squarrosa. Org Biomol Chem.
2007; 5: 1702. https://doi.org/10.1039/b702378b PMID: 17520137
56. Bamford PC, Norris GLF, Ward G. Flavipin production by Epicoccum spp. Trans Br Mycol Soc. 1961;
44: 354–356. https://doi.org/10.1016/S0007-1536(61)80028-4
57. Ikawa M, Mcgrattan CJ, Burgea WR, Iannitelli RC, Uebel JJ, Noguchi T. Epirodin, a polyene antibiotic
from the mold Epicoccum nigrum. J Antibiot (Tokyo). 1978; 31: 159–161. https://doi.org/10.7164/
antibiotics.31.159
58. Dong X, Fu J, Yin X, Cao S, Li X, Lin L, et al. Emodin: A review of its pharmacology, toxicity and pharma-
cokinetics. Phytother Res. 2016; 30: 1207–1218. https://doi.org/10.1002/ptr.5631 PMID: 27188216
59. Ko¨gl F, Postowsky JJ. Untersuchungen u¨ber Pilzfarbstoffe. II. U¨ ber die Farbstoffe des blutroten Haut-
kopfes (Dermocybe sanguinea Wulf.). Justus Liebigs Ann Chem. 1925; 444: 1–7. https://doi.org/10.
1002/jlac.19254440102
60. Agosti G, Birkinshaw J, Chaplen P. Studies in the biochemistry of micro-organisms. 112. Anthraquinone
pigments of strains of Cladosporium fulvum Cooke. Biochem J. 1962; 85: 528–530. https://doi.org/10.
1042/bj0850528 PMID: 14011254
61. Wells JM, Cole RJ, Kirksey JW. Emodin, a toxic metabolite of Aspergillus wentii Isolated from weevil-
damaged chestnuts. Appl Microbiol. 1975; 30: 26–28. PMID: 1147616
62. Lu P, Zhao X, Cui T. Production of emodin from Aspergillus ochraceus at preparative scale. Afr J Bio-
technol. 2010; 9.
63. Bruňa´kova´ K, Petijova´ L, Za´mečnı´k J, Turečkova´ V, Čella´rova´ E. The role of ABA in the freezing injury
avoidance in two Hypericum species differing in frost tolerance and potential to synthesize hypericins.
Plant Cell Tissue Organ Cult PCTOC. 2015; 122: 45–56. https://doi.org/10.1007/s11240-015-0748-9
64. Kitanov GM. Hypericin and pseudohypericin in some Hypericum species. Biochem Syst Ecol. 2001; 29:
171–178. https://doi.org/10.1016/S0305-1978(00)00032-6 PMID: 11106845
65. Southwell IA, Bourke CA. Seasonal variation in hypericin content of Hypericum perforatum L.
(St. John’s Wort). Phytochemistry. 2001; 56: 437–441. https://doi.org/10.1016/S0031-9422(00)00411-8
PMID: 11261576
66. Ayan AK, C¸irak C. Hypericin and pseudohypericin contents in some Hypericum species growing in Tur-
key. Pharm Biol. 2008; 46: 288–291. https://doi.org/10.1080/13880200701741211
67. Ma´rtonfi P, Repča´k M, Ma´rtonfiova´ L. Secondary metabolites during ontogenetic phase of reproductive
structures in Hypericum maculatum. Biologia (Bratisl). 2006; 61. https://doi.org/10.2478/s11756-006-
0079-8
Host metabolite producing endophytic fungi isolated from Hypericum perforatum
PLOS ONE | https://doi.org/10.1371/journal.pone.0217060 May 21, 2019 16 / 16
